
−3.73

2.34

8.42

14.49
LEE_LIVER_CANCER_MYC_E2F1_DN

G
S

Z
mBL
intermediate
non−mBL

ORM2
ORM1
ORM1

IGFBP2
RARRES1
RARRES1
RARRES1
HSD11B1

G0S2
NR1H3
TRPV2
ACSL1
KYNU
KYNU
KYNU

MAPKAPK2
RGS16
RGS16
NETO2

IGF1
IGF1

PCK1
EGFR
EGFR

ME1
CFH
CFH

−2.3 3.1∆ e



−6

−4

−2

0

2

4

6

LEE_LIVER_CANCER_MYC_E2F1_DN
G

S
Z

on
−
off

# features = 91

1

10



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

LEE_LIVER_CANCER_MYC_E2F1_DN
G

S
Z


